SEQUENCE LISTING 

<110> Gordon-Kamm, William J. 
Nadimpalli , Ramgopal 
Simmons, Carl R. 

<120> Stomatin-Like Genes and Their Use in 
Plants 

<130> 5718-58 

<160> 2 

<170> FastSEQ for Windows Version 3.0 

<210> 1 

<211> 1677 

<212> DNA 

<213> Zea mays 

<400> 1 

agttggtccg gccattgtaa ttgctacggg cacacagcga aacgcccggc ctttgttact 
60 

caaagtcgag aagcgccgtc ttcccccttt ccaacctcaa gtctacagtc tacaccgaat 
120 

ccatccccca tcgccgccgc cgccgccgcc gacgacgacg atggcaagcc tactccggcg 
180 

atctgccgta cccgcgcgcc agctcctcct cctcccgcgc catttcgccg ccgccggctc 
240 

cgcccccgcc ttgtcccgct cgttctcccg cttcaacccc cgagacgaca gctctatgtt 
300 

cgatccaccg gagccgccgg tgaactgggg cgtgagcata gttccggaga agaaggctta 
360 

cgttgtggag agattcggga agtatctcaa gaccctcggc tccgggttcc acctcctgat 
420 

ccccgccgtc gaccgtattg cctacgtgca ctcgctcaag gaagagacca tccctatccc 
480 

tcaccagaac gccatcacca aggacaacgt caccatacag attgacagcg tcatctatgt 
540 

caagatcatg gacccctacc ttgcttccta tggtgtggag aatccaatct atgctgtcct 
600 

acaacttgca caaacaacca tgagaagtga actcgggaag ataaccttag ataagacttt 
660 

tgaggagaga gatgcattaa atgagaaaat tgtgagtgcc atcaatgaag cagccacaga 
720 

ttggggcctg aagtgtatcc gctatgagat cagggacata aatcctccag cagggattag 
780 

gcaggctatg gagatgcagg ctgaggcaga aaggaaaaaa cgcgctcaaa tccttgagtc 
840 

agaagggatg aaacaggccc aaatccttga atcagaaggg aaaaagactg cccagatcct 
900 

tgaatctgaa ggagctatgt tggatctagc aaaccgtgcc aagggtgcgg ctgaagcaat 
960 

tcttgccaag tcagaagcta ctgctcgtgg aatgagattg gtttcagatg cgatgacaac 
1020 



1 



tgaaggcagt gccaaggctg ctagcctgaa acttgcagag caatacatcg aagcattctc 
1080 

aaatctggca caaaagacaa atacaatgct tcttccaggt gatagtgcca gcccagcatc 
1140 

tttcgtggcc caggcaatga agacgtatga gcaaatccat tcccacagcc aggcattaaa 
1200 

gagccacccc cagatagaag agctgaagga atcaggagag accagtcctg ctccatcttc 
1260 

tgaggcgagc aagacaccac cactcattga ggaagcagat tctaaccaga ccttctcact 
1320 

gcaacgcccc aagaacaagc agtgagcttc gctcaagtgt ttgaagtcct tttttctatc 
1380 

tgttgttctg aaacatgagt gccactgaga aacaccacta gtaggtttta gttttcttta 
1440 

atctgagaga gctgatatgt ggcggagaag ggatagaccc ctaggcattt ggtttctggg 
1500 

agctaaatgc gaccggagag acctagagag attttgattc tcgtgaaggt tatactttgg 
1560 

ttccttgttg gaatgaagtt tgtaaaaagg caaggttggg ttaacgttgg ttagacaaaa 
1620 

tgcataaatg cttaagttat ttctttcttg ctgagcttga ctaaaaaaaa aaaaaaa 
1677 

<210> 2 
<211> 394 
<212> PRT 
<213> Zea mays 
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